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[ Abstract]
Methods Full-length cDNA products were amplified by PCR from IRM-2 mouse ¢cDNA library according to

Objective To screen and isolate radioresistance-related genes from IRM-2 mouse.

twenty-one pieces of expressed sequence tags. The property of proteins encoded by full-length cDNA were
analyzed by comparing with GenBank database. Results Five pieces of full-length cDNA which were not the
same source as the known mice genes were found out from IRM-2 mouse ¢cDNA library. Amino acid sequence
and property of proteins encoded by these five pieces of full-length cDNA were obtained. Conclusion Proteins
encoded by full-length cDNA imply that unkown radioresistance-related genes may exist in IRM-2 mouse.
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ITKSELLVDQYFPLTQEELEMEAKKVEGFDMV QKPS
NYERLESLSTKLCSRAYHQALSRVKEAKQKSQETIS
QLHSTVHLIEFARKNMHSANQKIQGAQDKLYVSWV
EWKRSIGYDDTDESHCVEHIESRTLATARNLTQQLQ
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F1 IRM-2 /MR 5 42K cDNA Sihd & H B R4k v B

%5 FIEBIIEL(N) HEXF LRI 71 AL, L 8 (pH = 7.0)
1 88 9497 107.9 4.99 -2.0
2 277 29 891 107.9 8.11 4.0
3 55 6169 112.2 4.41 -2.0
4 491 55536 113.1 6.73 1.5
5 425 46 646 109.7 6.87 1.5
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